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Education

� University of the Sunshine Coast QLD, Australia
Doctor of Philosophy (PhD) ; Comparative Genomics Feb. 2016 – August. 2019

� Queensland University of Technology QLD, Australia
Master of Applied Science (MsAppSc) ; Molecular Genetics May. 2013 – May. 2015

� International University, Ho Chi Minh National University Vietnam HCMC, Vietnam
Bachelor of Science (Bsc) ; Major: Aquaculture Biotechnology 2008 – 2012

Professional experience

� Agriculture Victoria Research VIC, Australia
Research Scientist in Computational Biology April. 2020 – Now

◦ Application of long-read sequencing in bovine research

◦ Creating efficient, scalable, reproducible pipeline for automated processing of genomics data (Genotyping by
sequencing/microarray, Short-read Imputation, GWAS, RNAseq and Long-read structural variant discovery)

◦ Maintaining coding and data integrity

◦ Curating and exporting data for related project in DairyBio 2021-2026

◦ Troubleshooting and bug-fixing for genomics pipeline

◦ Liase and perform data analysis, drafting figures and reports for project stakeholders

� University of the Sunshine Coast QLD, Australia
Postdoctoral Researcher Aug. 2019 – Dec. 2019

◦ Applying RNA-seq studies in crustacean research

◦ Assisted researchers with wet/dry lab tasks

◦ Scientific consultation for next generation sequencing experiments

◦ Drafting figures and reports for project stakeholders

� University of the Sunshine Coast QLD, Australia
Research Assistant — Teaching Assistant Aug. 2015 – August 2019

◦ Co-taught undergraduate level course for a variety of subjects

◦ Assisted researchers with bioinformatics tasks
◦ Scientific consultation for next generation sequencing experiments

� Queensland University of Technology QLD, Australia
Research Assistant — Teaching Assistant Feb. 2014 – Jul. 2015

◦ Co-taught undergraduate level course for a variety of subjects

◦ Shared responsibility for lab works, homework assignments and grades

◦ Assisted researchers with bioinformatics tasks

� International University, Ho Chi Minh National University Vietnam HCMC, Vietnam
Research Assistant Feb. 2012 – Mar. 2013

◦ Experimental design and scientific consultations

◦ Responsible for various tasks in lab according to lab manager
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Projects

� Efficient and scalable pipeline for automated processing of long read sequencing data with Oxford Nanopore

� Haplotype-based genotyping of bovine genomics data for the search of recessive lethal mutations

� Empirical testing of imputation accuracy in crossbreed bovine species

� Decoding the genome of the Tropical rock lobster, Palinurus ornatus



� The neuropeptidome and putative G-Protein Coupled Receptors (GPCRs) in the Tropical rock lobster, Palinurus
ornatus

� Understanding molecular mechanism of flesh coloration in Atlantic salmon (Salmo salar)

� Insights on the molecular basis of sexual maturation in the Black tiger prawn (Penaeus monodon)

� Understanding the neurohormonal pathway in the Australian Red claw crayfish (Cherax quadricarinatus)

� Unlocking the neuropeptidome and their putative G-Protein Coupled Receptors (GPCRs) in the Norway lobster,
Nephrops norvegicus

� Development of genomic tools for assessing nutrition, growth and reproduction issues in Norway lobster, Nephrops
norvegicus (DeNuGReC FP7-PEOPLE-612296)

� Differential morphological characteristic/sexual characteristic of the giant fresh water prawn Macrobrachium
rosenbergii

� Transcriptomic analysis involving salinity tolerance in fresh water palaemonid prawn Macrobrachium australiense

� Transcriptomic response related to salinity elevation in Tra catfish (Pangasianodon hypophthalmus)

� Effect of salinity on growth performance of Tra catfish (Pangasianodon hypophthalmus) fingerlings

Conferences and workshops

� Plant and Animal Genome conference - PAG 2023 — In Person - San Diego, USA — 2023 — Invited
Presenter/Poster

� 12th World Congress on Genetics Applied to Livestock Production - WCGALP 2022 — Virtual -
RotterdamNetherland — July 2022 — Attendee

� 24th Association for the Advancement of Animal Breeding and Genetics conference - AAABG 2021 —
Virtual - Adelaide, Australia — Nov 2020 — Presenter

� Reproducible genomics workflows using Nextflow and Nf-core — Virtual - Barcelona, Spain — Nov 2020 —
Flash talk presenter

� Introduction to RNA-sequencing : Opportunities and challenges in applied transcriptomics studies —
Ho Chi Minh city, Vietnam — Mar 2019 — Course coordinator

� RNA sequencing in a nutshell : Perspectives and applications in marine biology — Barcelona, Spain —
Jun 2017 — Course coordinator

� The Crustacean mid-year meeting — Barcelona, Spain — Jun 2017 — Invited Presenter

� University Research Week: Local research, Global impact — University of the Sunshine Coast, Australia —
Jun 2016 — Presenter

� Big Biology and Bioinformatics Symposium (B3) — Queensland University of Technology, Australia – Nov
2015 — Poster

� Workshop on application of blended learning — International University, Vietnam — Aug 2012 — Attendee

Honours and Awards

� 3 Minutes thesis winner – USC School of Science and Engineering 2019

� Best HDR presentation – USC Faculty of Science, Health, Electrical Engineering Research Day 2016

� University of the Sunshine Coast International Research Scholarship (USCIRS) 2016

� Best HDR presentation – QUT Earth, Environment and Biological Science Seminar 2013

� International University, Ho Chi Minh National University Entrance scholarship 2008



Key Skills

� Molecular biology skills: DNA/RNA/protein extraction, PCR, qRT-PCR, Next generation sequencing (WGS,
RNAseq)

� Bioinformatics skills: QC, assembly, mapping, variant analysis (Small variants/Structural variants), differential
expression analysis, gene data mining, protein modelling, imputation (SNParray, Whole genome sequencing, GWAS)

� Coding skills: Unix shell scripts, R, Python, RMarkdown, NextFlow, Git/GitHub, Docker, LaTeX, Cloud
computing (AWS)

� Computer skills: Microsoft Office, Adobe Photoshop, Lightroom

� Interpersonal skills: Leadership, Public speaking, Multi-tasking, Cross-cultural communication
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